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<400> 1 

acaggaacga cggttgtgat ccctccactg gtggtgacac gaatcataag cattatttca 6 0 
tacctaaaaa acaaaatcta caaaaaaaag cttcattccc atcgaaaaaa ctttcttgtg 120 
aaatcaaccg agctaacaaa caacatcctg tgcaaaatct agcagtgaaa gtgtgatatc 180 
gtatacctgt acctgtaaac cgttgtgcgc gtgtgtgcct ttgtgtatca attttgtgga 240 
aaacagaaaa tacatcaaaa tggtttacaa tttcaaagtc ttcaagaagt gcgcccctaa 3 00 
tggaaaggtt acgctgtaca tgggcaagcg tgactttgta gaccacgttt ccggcgttga 360 
accgatcgat ggtatcgtcg tcctcgatga tgagtacatt cgtgacaacc gtaaggtatt 420 
cggtcagatt gtctgcagtt tccgctacgg ccgcgaagag gacgaggtga tgggactaaa 480 
cttccagaag gagttatgcc tcgcttccga acagatctac ccgcgtccgg aaaagtcgga 540 
caaggagcag accaagctcc aggagcgact gctgaagaag ctgggttcga acgccatccc 6 00 
gttcacgttc aacatctcgc cgaatgctcc gtcttcggtc acgctgcagc agggcgaaga 660 
tgataatgga gacccgtgcg gtgtgtcgta ctacgtgaag atctttgccg gtgagtcgga 720 
aaccgatcgt acgcaccgtc gcagcaccgt tacgctcggc atacgcaaga tccagttcgc 780 
accgaccaag cagggccagc agccgtgcac gctggtgcgc aaggacttta tgctaagccc 840 
gggagagctg gagctcgagg tcacactaga caagcagctg tacctgcacg gggagcgaat 9 00 
aggcgtcaac atctgcatcc gcaacaactc gaacaaaatg gtcaagaaga ttaaggccat 960 
ggtccagcag ggtgtggatg tggtgctgtt ccagaatggt agctaccgca acacagtggc 1020 
atcgctggag actagcgagg gttgcccaat tcagcccggc tccagtctgc agaaggtaat 1080 
gtacctcacg ccgctgctgt cctcgaacaa gcagcgacgt ggcatcgccc tggacggtca 1140 
gatcaagcgt caggatcagt gtttggcctc gacaaccctc ttggctcaac cggatcagcg 1200 
agatgctttc ggcgttatca tatcgtatgc cgtaaaggtt aagcttttcc tcggcgcact 1260 
cggcggcgag ctgtcggcgg aacttccatt tgtgctgatg cacccaaagc ccggcaccaa 1320 
ggctaaggtc atccatgccg acagccaggc cgacgtagaa actttccgac aggatacaat 1380 
cgaccagcag gcatcagttg actttgaata gacgacgcaa cggtttggaa atgctaccta 144 0 
ctaccccagg catgggctaa cacgacgaac gaactactac tactaagcat aaaaaacagg 15 00 
aaaaaaaatg gaaaacttaa aaaatggatc atacaaccga acgcaaacga cctacgacga 1560 
tcgatctcac ttccccgtct ttttcatcct aagcaataga acgatggtag aaaaggaaga 1620 
taaagatgga gagaaagtca cgtgtatcaa tgacgacgac taccaaaact gaagacgtaa 1680 
cacatgttcc ccagcgagcg gtaactgttc tgttctgaca ccttccgctc gacaatgtac 1740 
cttttaaaaa catacaaatt agaagtcgtc ttcactacct tcaaccaatc cagccacttt 1800 
ggtatatact tttcatagaa tccttctgag cgcaaggacc ctattgaaat tcagtgttat 1860 
tttgtaactg cgaccaaatg cctagctgaa tgttgttgaa cgagttatgt acatcaaaag 1920 
attgaataaa acaaaaaaaa aaaaaaaaaa aaaaaaaaaa aaaa 1964 
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<210> 2 
<211> 383 
<212> PRT 

<213> Anopheles gambiae 
<400> 2 

Met Val Tyr Asn Phe Lys Val Phe Lys Lys Cys Ala Pro Asn Gly Lys 
15 10 15 

Val Thr Leu Tyr Met Gly Lys Arg Asp Phe Val Asp His Val Ser Gly 
2 0 2 5 3 0 

Val Glu Pro He Asp Gly He Val Val Leu Asp Asp Glu Tyr He Arg 
35 40 45 

Asp Asn Arg Lys Val Phe Gly Gin He Val Cys Ser Phe Arg Tyr Gly 
50 55 60 

Arg Glu Glu Asp Glu Val Met Gly Leu Asn Phe Gin Lys Glu Leu Cys 
65 ~ 70 75 80 

Leu Ala Ser Glu Gin He Tyr Pro Arg Pro Glu Lys Ser Asp Lys Glu 
85 90 95 

Gin Thr Lys Leu Gin Glu Arg Leu Leu Lys Lys Leu Gly Ser Asn Ala 
100 105 110 

He Pro Phe Thr Phe Asn He Ser Pro Asn Ala Pro Ser Ser Val Thr 
115 120 125 

Leu Gin Gin Gly Glu Asp Asp Asn Gly Asp Pro Cys Gly Val Ser Tyr 
130 135 140 

Tyr Val Lys He Phe Ala Gly Glu Ser Glu Thr Asp Arg Thr His Arg 
145 * 150 155 160 

Arg Ser Thr Val Thr Leu Gly He Arg Lys He Gin Phe Ala Pro Thr 
165 170 175 

Lys Gin Gly Gin Gin Pro Cys Thr Leu Val Arg Lys Asp Phe Met Leu 
180 185 190 

Ser Pro Gly Glu Leu Glu Leu Glu Val Thr Leu Asp Lys Gin Leu Tyr 
195 200 205 

Leu His Gly Glu Arg He Gly Val Asn He Cys He Arg Asn Asn Ser 
210 215 220 

Asn Lys Met Val Lys Lys He Lys Ala Met Val Gin Gin Gly Val Asp 
225 ' 230 235 240 

Val Val Leu Phe Gin Asn Gly Ser Tyr Arg Asn Thr Val Ala Ser Leu 
245 250 255 

Glu Thr Ser Glu Gly Cys Pro He Gin Pro Gly Ser Ser Leu Gin Lys 
260 265 270 
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Val Net Tyr Leu Thr Pro Leu Leu Ser Ser Asn Lys Gin Arg Arg Gly 
275 280 285 

lie Ala Leu Asp Gly Gin lie Lys Arg Gin Asp Gin Cys Leu Ala Ser 
290 295 300 

Thr Thr Leu Leu Ala Gin Pro Asp Gin Arg Asp Ala Phe Gly Val lie 
305 310 315 320 

lie Ser Tyr Ala Val Lys Val Lys Leu Phe Leu Gly Ala Leu Gly Gly 
325 330 335 

Glu Leu Ser Ala Glu Leu Pro Phe Val Leu Met His Pro Lys Pro Gly 
340 345 350 

Thr Lys Ala Lys Val lie His Ala Asp Ser Gin Ala Asp Val Glu Thr 
355 360 365 

Phe Arg Gin Asp Thr lie Asp Gin Gin Ala Ser Val Asp Phe Glu 
370 375 380 



<210> 3 
<211> 1239 
<212> DNA 

<213> Anopheles gambiae 
<400> 3 

atgaagctga acaaactgaa cccacggtgg gatgcgtacg atcgacggga ttcgttctgg 60 
ttgcagttgc tttgtttgaa atatttaggc ctatggccac cggaagatac ggatcaggca 120 
acgcggaacc ggtacatcgc gtacggttgg gctttgcgga tcatgtttct acatctgtac 180 
gctctaacgc aagccctata cttcaaggat gtgaaggata ttaatgacat cgcaaatgca 240 
ttgttcgtgc ttatgactca agtgacgttg atctacaagc tggaaaagtt taactacaac 300 
atcgcacgga ttcaggcttg tctgcgcaag cttaactgca cactgtatca cccgaaacag 360 
cgcgaagaat tcagccccgt tttacaatcg atgagtggag tgttttggct gatgatcttt 420 
ctcatgtttg tggctatctt caccatcatc atgtgggtta tgtcgccagc cttcgacaat 4 80 
gaacgtcgtc tgcccgtgcc ggcctggttc ccggtggact atcaccattc ggacatagtg 540 
tacggtgtac tgttcctgta tcaaaccatt ggaatcgtca tgagcgcaac gtacaacttc 600 
tcgaccgata ccatgttttc cggcttgatg ctacacataa atggacaaat tgtgcggctt 660 
ggtagtatgg ttaaaaagct tggacatgac gtccctcccg aacgccaatt ggtcgcaacg 720 
gatgcggaat ggaaagagat gcgaaagcgc atcgaccatc actccaaagt gtacggtacg 780 
atgtacgcta aagtaacgga gtgtgtgctg tttcacaagg acatcttaag gatctatctt 840 
cgcgcaagta tgcgcgtctg taattatcat ttgtatgaca ctgctgcaac taccgggggc 900 
gatgttacga tggccgatct gctgggctgt ggggtctatt tgctagtaaa gacatcgcaa 960 
gtgtttattt tctgttacgt agggaatgaa atctcctata cgacggataa atttacagag 1020 
tttgttgggt tttccaacta cttcaagttc gataagcgta ccagccaagc aatgatattt 1080 
tttctgcaaa tgactcttaa agatgttcac atcaaggtgg gaagtgtctt gaaggttacg 1140 
ctaaatcttc acacattttt gcagattatg aagctatcgt actcctatct ggccgtactt 1200 
cagagcatgg aatcagagta atggtgttaa tatccttaa 1239 



<210> 4 
<211> 394 
<212> PRT 

<213> Anopheles gambiae 
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<400> 4 

Met Lys Lys Asp Ser Phe Phe Lys Met Leu Asn Lys His Arg Trp lie 
1 " 5 10 15 

Leu Cys Leu Trp Pro Pro Glu Asp Thr Asp Gin Ala Thr Arg Asn Arg 
20 25 30 

Tyr lie Ala Tyr Gly Trp Ala Leu Arg lie Met Phe Leu His Leu Tyr 
35 40 45 

Ala Leu Thr Gin Ala Leu Tyr Phe Lys Asp Val Lys Asp lie Asn Asp 
50 55 60 

lie Ala Asn Ala Leu Phe Val Leu Met Thr Gin Val Thr Leu lie Tyr 
65 70 75 80 

Lys Leu Glu Lys Phe Asn Tyr Asn lie Ala Arg lie Gin Ala Cys Leu 
85 90 95 

Arg Lys Leu Asn Cys Thr Leu Tyr His Pro Lys Gin Arg Glu Glu Phe 

100 105 110 

Ser Pro Val Leu Gin Ser Met Ser Gly Val Phe Trp Leu Met lie Phe 
115 120 125 

Leu Met Phe Val Ala lie Phe Thr He He Met Trp Val Met Ser Pro 
130 135 140 

Ala Phe Asp Asn Glu Arg Arg Leu Pro Val Pro Ala Trp Phe Pro Val 
145 150 155 160 

Asp Tyr His His Ser Asp He Val Tyr Gly Val Leu Phe Leu Tyr Gin 
165 170 175 

Thr He Gly He Val Met Ser Ala Thr Tyr Asn Phe Ser Thr Asp Thr 
180 185 190 

Met Phe Ser Gly Leu Met Leu His He Asn Gly Gin He Val Arg Leu 
195 200 205 

Gly Ser Met Val Lys Lys Leu Gly His Asp Val Pro Pro Glu Arg Gin 
210 215 220 

Leu Val Ala Thr Asp Ala Glu Trp Lys Glu Met Arg Lys Arg He Asp 
225 230 235 240 

His His Ser Lys Val Tyr Gly Thr Met Tyr Ala Lys Val Thr Glu Cys 
245 250 255 



Val Leu Phe His Lys Asp He Leu 
260 

Arg Val Cys Asn Tyr His Leu Tyr 
275 280 

Asp Val Thr Met Ala Asp Leu Leu 
290 295 



Arg He Tyr Leu Arg Ala Ser Met 
265 270 

Asp Thr Ala Ala Thr Thr Gly Gly 
285 

Gly Cys Gly Val Tyr Leu Leu Val 
300 
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Lys Thr Ser Gin Val Phe lie Phe 
305 310 

Tyr Thr Asp Lys Phe Thr Glu Phe 
3 25 

Phe Asp Lys Arg Thr Ser Gin Ala 
340 

Leu Lys Asp Val His lie Lys Val 
355 360 

Asn Leu His Thr Phe Leu Gin lie 
370 375 

Ala Val Leu Gin Ser Met Glu Ser 
385 390 



Cys Tyr Val Gly Asn Glu lie Ser 

315 320 

Val Gly Phe Ser Asn Tyr Phe Lys 
330 ' 335 

Met lie Phe Phe Leu Gin Met Thr 
345 350 

Gly Ser Val Leu Lys Val Thr Leu 
365 

Met Lys Leu Ser Tyr Ser Tyr Leu 
380 

Glu Glx 



^ <210> 5 

5?! <211> 1142 

J^; <212> DNA 

U\ <213> Anopheles gambiae 

Hf <400> 5 

Q atgctgatcg aagagtgtcc gataattggt 

HI tatctgcggc ggccgcggtt gtcccgcttt 

aacgttttcc agttcctgaa gctgtactcg 
#»; aacggatact ttaccgtgct gtactttaac 

jjT aatcgacgga aatttgagac attttttgaa 

%.] aaaaatgacg acatccgacc cgtgctggag 

"j! atatcgaatc tgtggctcgg cgccttcatt 

gtgcccgggc gcggcctacc gtacggcgtc 
V ccgacctacc aggtcgtgtt tgtgctgcag 

fU tacatcccgt tcaccagctt ctacgcgacc 

gccctaaagc aacggctcgg acgcttgggg 
cacagcgccg gcacactgtt cgccgagctg 
atccaatatg ttcatgatct caactcactc 
tcgttcggga tgatgctgtg cgcactgctg 
cagatgataa tgattggatc gtacatcttc 
tggcatgcga acgaggtact ggagcagagc 
gcgtggccgg actttgagga accgataagg 
cagcgaccga tggtggtaag attaaagtcg 
ttcaaaaatt gctcaacgtg tcctactcct 
aa 



gtcaatgtgc gagtgtggct gttctggtcg 6 0 
ctggtcggct gcatcccggt cgccgtgctg 120 
tcctggggcg acatgagcga gctcatcatc 180 
ctcgtcctcc gaacctcctt tctcgtgatc 240 
ggcgttgccg ccgagtacgc tctcctcgag 300 
cggtacacac ggcggggacg catgctatcg 360 
agtgcctgct ttgtgaccta tcctctgttt 420 
acgataccgg gcgtggacgt gctggccacc 480 
gtttacctta ccttccccgc ctgctgcatg 540 
tgcacgctgt ttgcgctcgt ccagatagcg 600 
cgccacagcg gcacgatggc ttcgaccgga 6 60 
aaggagtgtc taaagtatca caaacaaatc 720 
gtcacccatc tgtgtctgct ggagttcctg 780 
tttctgctaa gcattagcaa tcagctggca 840 
atgatactct cgcagatgtt tgccttctat 900 
ctaggcattg gcgatgccat ttacaatgga 960 
aaacggttga ttctaattat tgcacgtgct 1020 
gcaacgtgta cccgatgacg ttggaaatgt 1080 
atttcacact gctgcgccga gtgtacaact 1140 

1142 



<210> 6 
<211> 380 
<212> PRT 

<213> Anopheles gambiae 
<400> 6 

Met Leu He Glu Glu Cys Pro He He Gly Val Asn Val Arg Val Trp 
15 10 15 



Leu Phe Trp Ser Tyr Leu Arg Arg Pro Arg Leu Ser Arg Phe Leu Val 
20 2 5 3 0 
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Gly Cys lie Pro Val Ala Val Leu Asn Val Phe Gin Phe Leu Lys Leu 

35 40 45 

Tyr Ser Ser Trp Gly Asp Met Ser Glu Leu lie lie Asn Gly Tyr Phe 
50 55 60 

Thr Val Leu Tyr Phe Asn Leu Val Leu Arg Thr Ser Phe Leu Val lie 
65 70 75 80 

Asn Arg Arg Lys Phe Glu Thr Phe Phe Glu Gly Val Ala Ala Glu Tyr 
' 85 90 95 

Ala Leu Leu Glu Lys Asn Asp Asp lie Arg Pro Val Leu Glu Arg Tyr 
100 105 110 

Thr Arg Arg Gly Arg Met Leu Ser lie Ser Asn Leu Trp Leu Gly Ala 
115 ~ ~ 120 125 

Phe lie Ser Ala Cys Phe Val Thr Tyr Pro Leu Phe Val Pro Gly Arg 
130 135 140 

Gly Leu Pro Tyr Gly Val Thr He Pro Gly Val Asp Val Leu Ala Thr 
145 150 155 160 

Pro Thr Tyr Gin Val Val Phe Val Leu Gin Val Tyr Leu Thr Phe Pro 
165 170 175 

Ala Cys Cys Met Tyr He Pro Phe Thr Ser Phe Tyr Ala Thr Cys Thr 
180 185 190 

Leu Phe Ala Leu Val Gin He Ala Ala Leu Lys Gin Arg Leu Gly Arg 
195 200 205 

Leu Gly Arg His Ser Gly Thr Met Ala Ser Thr Gly His Ser Ala Gly 
210 215 220 

Thr Leu Phe Ala Glu Leu Lys Glu Cys Leu Lys Tyr His Lys Gin He 
225 230 235 240 

He Gin Tyr Val His Asp Leu Asn Ser Leu Val Thr His Leu Cys Leu 
245 250 255 

Leu Glu Phe Leu Ser Phe Gly Met Met Leu Cys Ala Leu Leu Phe Leu 
260 265 270 

Leu Ser He Ser Asn Gin Leu Ala Gin Met He Met He Gly Ser Tyr 
275 280 285 

He Phe Met He Leu Ser Gin Met Phe Ala Phe Tyr Trp His Ala Asn 
290 295 300 

Glu Val Leu Glu Ala Ser Leu Gly He Gly Asp Ala He Tyr Asn Gly 
305 310 315 320 



Ala Trp Pro Asp Phe Glu Glu Pro He Arg Lys Arg Leu He Leu He 
325 330 335 
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lie Ala Arg Ala Gin Pro Thr Asp Gly Gly Lys lie Lys Val Gly Asn 
340 345 350 

Val Tyr Pro Met Thr Leu Glu Met Phe Gin Lys Leu Leu Asn Val Ser 
355 360 365 

Tyr Ser Tyr Phe Thr Leu Leu Arg Arg Val Tyr Asn 
370 375 380 



<210> 7 
<211> 1236 
<212> DNA 

<213> Anopheles gambiae 



<400> 7 

atgccttctg agcggcttcg 
atggtactgc caaaattaaa 
accattgccg gactgtgggg 
tacttctgcg cgatggtggt 
gcggtacgcg gcacggccga 
ttttcctttc aacgcgacaa 
ctagtcctcc aagacctacc 
gtcgatcggt tctccaaaat 
ttcatgcccg tctggacgac 
gtcgagcacg tgttgcacct 
gcgcactata cgttttatgt 
ggtggcacaa agctgctgac 
ctcgttgcac tccgaatcca 
ctgaacgaga ttatttccat 
acattccgct gggtattttt 
atcctctaca tagcggtgac 
attttggtga cggtggaaac 
gtgctttgga gctatggcgt 
atttcgatgc gccgcaaact 
acggcgggaa agtttcgctt 
tattcatttt acgtagtact 



tctcattact tccttcggaa 
ggatgaaaca gcagtgatgc 
tgaccgttcc cagcggtacc 
tctacccaaa gtgctgttcg 
gctgatgttc gaatcgaacg 
ctacgagcga ttggtgcatc 
cacagagctg ggagagtacc 
ttactgctgc tgtcactttt 
ctattccgcc tactttgctg 
cgaggaagag ctgtacttcc 
ggccattatg tggcccacga 
cattttcagc aatgttaagt 
ctgtctagcg agagtagcgc 
gcatcagcgg gtactcaact 
cgtgcagttc attcagtgta 
ggggttcagc tcgacggtag 
ttacggctac ggctacttcg 
tgccctcgcc atttacgata 
tcgactgcta ctgcaacgat 
cgtcaatgtg gcccagtttg 
gaaggagcag ttttag 



ctcctcaaga caaacgcacg 60 
cgtttctgct gcaaattcaa 120 
gtttttatct catcttttcc 180 
gttatccaga tctcgaggtt 240 
cattcttcgg catgctaatg 300 
agctgcagga tctggcagct 360 
tgatctcagt gaaccgacgg 42 0 
ccatggcaac gttcttttgg 480 
tgcgcaacag cacggaaccg 54 0 
tgaacattcg gacttcgatg 600 
tctatacgct cgggtttacc 660 
actgttcggc catgctgaag 72 0 
aagaccgagc ggaaaaggag 78 0 
gcgtgttcct gctggagacg 840 
caatgatctg gtgcagtctc 900 
cgaatgtatg tgtccagatc 96 0 
gaacagatct aaccacggag 1020 
gcgagtggta caagttttcc 1080 
cccaaaaacc gctcggcgta 1140 
gcaagatgct caagatgtcc 1200 
1236 



<210> 8 
<211> 411 
<212> PRT 

<213> Anopheles gambiae 
<400> 8 

Met Pro Ser Glu Arg Leu Arg Leu lie Thr Ser Phe Gly Thr Pro Gin 
15 10 15 

Asp Lys Arg Thr Met Val Leu Pro Lys Leu Lys Asp Glu Thr Ala Val 
20 25 30 

Met Pro Phe Leu Leu Gin lie Gin Thr lie Ala Gly Leu Trp Gly Asp 
35 40 45 



Arg Ser Gin Arg Tyr Arg Phe Tyr Leu lie Phe Ser Tyr Phe Cys Ala 
50 55 60 



Met Val Val Leu Pro Lys Val Leu Phe Gly Tyr Pro Asp Leu Glu Val 
65 70 75 80 

Ala Val Arg Gly Thr Ala Glu Leu Met Phe Glu Ser Asn Ala Phe Phe 
85 90 95 

Gly Met Leu Met Phe Ser Phe Gin Arg Asp Asn Tyr Glu Arg Leu Val 
100 105 110 

His Gin Leu Gin Asp Leu Ala Ala Leu Val Leu Gin Asp Leu Pro Thr 
115 120 125 

Glu Leu Gly Glu Tyr Leu lie Ser Val Asn Arg Arg Val Asp Arg Phe 
130 135 140 

Ser Lys lie Tyr Cys Cys Cys His Phe Ser Met Ala Thr Phe Phe Trp 
145 ' 150 155 160 

Phe Met Pro Val Trp Thr Thr Tyr Ser Ala Tyr Phe Ala Val Arg Asn 
165 170 175 

Ser Thr Glu Pro Val Glu His Val Leu His Leu Glu Glu Glu Leu Tyr 
180 185 190 

Phe Leu Asn lie Arg Thr Ser Met Ala His Tyr Thr Phe Tyr Val Ala 
195 200 205 

lie Met Trp Pro Thr lie Tyr Thr Leu Gly Phe Thr Gly Gly Thr Lys 
210 215 220 

Leu Leu Thr lie Phe Ser Asn Val Lys Tyr Cys Ser Ala Met Leu Lys 
225 230 235 240 

Leu Val Ala Leu Arg lie His Cys Leu Ala Arg Val Ala Gin Asp Arg 
245 250 255 

Ala Glu Lys Glu Leu Asn Glu lie lie Ser Met His Gin Arg Val Leu 
260 265 270 

Asn Cys Val Phe Leu Leu Glu Thr Thr Phe Arg Trp Val Phe Phe Val 
275 280 285 

Gin Phe lie Gin Cys Thr Met lie Trp Cys Ser Leu lie Leu Tyr lie 
290 295 300 

Ala Val Thr Gly Phe Ser Ser Thr Val Ala Asn Val Cys Val Gin lie 
305 310 315 320 

lie Leu Val Thr Val Glu Thr Tyr Gly Tyr Gly Tyr Phe Gly Thr Asp 
325 330 335 

Leu Thr Thr Glu Val Leu Trp Ser Tyr Gly Val Ala Leu Ala lie Tyr 
340 345 350 



Asp Ser Glu Trp Tyr Lys Phe Ser lie Ser Met Arg Arg Lys Leu Arg 
355 360 365 



Leu Leu Leu Gin Arg Ser Gin Lys 
370 375 

Phe Arg Phe Val Asn Val Ala Gin 
385 390 

Tyr Ser Phe Tyr Val Val Leu Lys 
405 



Pro Leu Gly Val Thr Ala Gly Lys 
380 

Phe Gly Lys Met Leu Lys Met Ser 
395 400 

Glu Gin Phe 
410 



<210> 9 
<211> 3895 
<212> DNA 

<213> Anopheles gambiae 
<400> 9 

agctttgttc atttatgttg aaatctagcc cattttgtat agtgctgaac gacgaagaac 60 

atacgaaagt acctcgtccg aacactatca acattaatta taccaagcta gaagaagata 12 0 

tttatagtca agcctcaaca tcataggaaa ctttagcaaa accatttaat ttacatgatg 180 

ataagtccca cctcttaccc cagcacaggt ttgagaagga cgaaagtatc tttacgataa 24 0 

tattactcta aggtagtttt tgaataaaat aaaaatttac gtgcaagtgg tggcatcgga 300 

catcattcga aagaatctac taagtcatac acacacccaa gacgaccgac gtagtttcat 360 

ctagaaaaaa cgggtcagct ccatcgaaca cgtcaggaca taactgcgac atgcgtatgg 420 

tcagttccac tagtgccaac actggttcca gggcactacc ttccgaagca gtagaaccta 480 

atgtattgga aattattagg acatactgca acatgcatat ggctagttcc gctggtacca 540 

acgatggcac caggacacta tctgcggcct tgtaaaatca ctgtaaaatc tatacaaaaa 600 

cggctttacc catactttat cacaaaaacg gcaggtgagg gctggattgc ttcaaagcat 660 

tagaaatata taatttcaaa gtccataatc tccttaaaag atagacaaca gtagagaaca 72 0 

catttagtgc tcttttcgtt cgagttagtt gccttctcaa gtaagcgttt aatgctcaat 780 

tgttgtagat tcgttggatg actctcgcta cgtgctatag tggtcaatac ttccaattag 840 

atttcataat tagtttccaa ttgtccacgg aaaacccaca aaagaaaaaa aaacttgtat 900 

ctagggtgga atttttcgag aacaattgga cacttcatat gaaaaaggac agctttttca 960 

aaatgttaaa taaacaccgt tggatccttt gttggatttc aattctccaa attctgcaga 1020 

ataattctgc aaattttaca aaactgctca accaccaata attccaatta atcatctgaa 1080 

catttaaaac tgataattaa gatgagtaat tgcttcgtca tcacctaaga aatcgattag 114 0 

tttggataaa aagaacaaat tgaaatacaa taaagtccct gaattttatt cgaataacgg 1200 

cttgaactca tttatttcaa aaacctttga gaaattcctc gttgaaaatt ggtctcctat 1260 

agttctgcta acgggccact tcaaaagcaa gaactaacaa aatcataatt atggtgcaag 132 0 

taactatcag taccagtaat cgccattaaa aacttttcct caatttgcgg ctcgttaccg 1380 

gctaaataca gagcagagta acgggaagtg atcaacgtcg ctattagtat aacgaggaac 1440 

gccctccgaa ggtgtgttga aggacctttt caaattgaaa ccaagtactg tttccagttt 1500 

taaattggat agttataaaa tgagccgttc aacgatcggg catcatttga gtttcatctt 1560 

cgaggagaaa tagatcagtg ccactgttta accgaaagta atgaagctga acaaactgaa 162 0 

cccacggtgg gatgcgtacg atcgacggga ttcgttctgg ttgcagttgc tttgtttgaa 1680 

atatttaggc ctatggccac cggaagatac ggatcaggca acgcggaacc ggtacatcgc 174 0 

gtacggttgg gctttgcgga tcatgtttct acatctgtac gctctaacgc aagccctata 1800 

cttcaaggat gtgaaggata ttaatgtgag tctctagtta gctattagtg ttccacctgt 1860 

ccataatctg tcttttattg ggtaggacat cgcaaatgca ttgttcgtgc ttatgactca 1920 

agtgacgttg atctacaagc tggaaaagtt taactacaac atcgcacgga ttcaggcttg 1980 

tctgcgcaag cttaactgca cactgtatca cccgaaacag cgcgaagaat tcaggtaagc 2040 

ctgctgggaa atatgactaa aaagagtgct aacaaacgac tctcctccaa atgtagcccc 2100 

gttttacaat cgatgagtgg agtgttttgg ctgatgatct ttctcatgtt tgtggctatc 2160 

ttcaccatca tcatgtgggt tatgtcgcca gccttcgaca atgaacgtcg tctgcccgtg 222 0 

ccggcctggt tcccggtgga ctatcaccat tcggacatag tgtacggtgt actgttcctg 2280 

tatcaaacca ttggaatcgt catgagcgca acgtacaact tctcgaccga taccatgttt 2340 

tccggcttga tgctacacat aaatggacaa attgtgcggc ttggtagtat ggttaaaaag 2400 

gtgagttacg gcgactactt gcctccagta aggacaggga gtttgtttcc gttatgatat 2460 

cattttatca gcttggacat gacgtccctc ccgaacgcca attggtcgca acggatgcgg 2520 
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aatggaaaga gatgcgaaag cgcatcgacc atcactccaa agtgtacggt acgatgtacg 2580 

ctaaagtaac ggagtgtgtg ctgtttcaca aggacatctt aaggtacgaa ttgggccaat 2640 

taattgtgtc atttaaaaag cttgacccaa cttttcacag cttcggcgat gaagtgcagg 2700 

acattttcca aggatctatc ttcgcgcaag tatgcgcgtc tgtaattatc atttgtatga 2760 

cactgctgca actaccgggg gcgatgttac gatggccgat ctgctgggct gtggggtcta 2820 

tttgctagta aagacatcgc aagtgtttat tttctgttac gtagggaatg aaatctccta 2880 

tacggtaggt tggacacgta gaggaattaa atgtttggga agaatatcaa taccaaatag 2940 

tatgatgttt cgttacagac ggataaattt acagagtttg ttgggttttc caactacttc 3000 

aagttcgata agcgtaccag ccaagcaatg atattttttc tgcaaatgtg agatagcggt 3060 

gtatttgtgc agtcagtaca ttaaatacgt tctctatttc aggactctta aagatgttca 3120 

catcaaggtg ggaagtgtct tgaaggttac gctaaatctt cacacatttt tgcaggtatg 3180 

taattatgct gtggtattta gcttgaaata agctacaaac tttgaaagta atttcaatct 3240 

gttttgtaga ttatgaagct atcgtactcc tatctggccg tacttcagag catggaatca 3300 

gagtaatggt gttaatatcc ttaatgttga aattatattt tgttagattt attgcataaa 3360 

gtaatattta attttataca tcaaacgtaa gcccgctagt tttcaattag ccttttccaa 3420 

aatttatcaa attgatttcg aattgattgc agagtttcag gaatttaatc tgataggata 3480 

tcttgtttat ccaatagagg tgtggaagcg ttcccaagcc attcgtttga tagtttatag 3540 

caccgtcgag cagttgatcg ctgtgatcgc taggcgcacc tgattttatc tttatctcgc 3600 

acctgttatg gcaagggcgc ttttcacacg tttcacacaa tataatgcac atgtataatg 3660 

cattcttact ttagcatttt tgttacatat aataccaaaa ttatgcattt ttattctcac 3720 

gcaacgatta gaggatgact tcacaaaggt ccatctagtg gtaggaggta tacaattata 3780 

cctctcaaaa tctcacagca taatgagaaa caaaaggata ccaagcatac ccttttttta 3840 

cttgacaatt tcatttgatt tatgtaataa agcactgcac gtcgacttcc taaaa 3895 



<210> 10 
<211> 4985 
<212> DNA 

<213> Anopheles gambiae 
<400> 10 

gggatcctct agagtcgacc tgcaggcatg caagcttccc tcaccgtgac gtgctagaaa 60 
tggttcaaca tactcgtccg gcagagcgaa gacgacgaac agcggaatgt cccaggaaat 12 0 
gtaatgagat atcacagcaa gtgaacccaa accgagctgt gcgctttgtg ttgcgcttta 180 
aaaatggccc ttccttcgcc gcatctgctt ggtttcacac gctttcccag gaaatccact 240 
gaccactggc cacacatcaa ccaccggagc gggagcctca gtgcccagcg aagcatataa 300 
tttgctcaaa aagtcacggt actcaattaa tttgattata atcaatttcg tggcttccaa 360 
cacacccttc ttccacaatc catcgccgag tgagcgagta taaaggtgaa gaaacgtacc 42 0 
ttgcgcttgc tcactaactg aaccggattt caaaaaggaa cataaaccgc aacccacagc 480 
cgaaaatgct gatcgaagag tgtccgataa ttggtgtcaa tgtgcgagtg tggctgttct 54 0 
ggtcgtatct gcggcggccg cggttgtccc gctttctggt cggctgcatc ccggtcgccg 600 
tgctgaacgt tttccagttc ctgaagctgt actcgtcctg gggcgacatg agcgagctca 660 
tcatcaacgg atactttacc gtgctgtact ttaacctcgt cgtacgtggg cgaggggagg 720 
ggcaataacc ttcccacttg gtggatattt tcataccttt tccatgtgtt tttttattct 780 
ctgtttgttg ccatccagct ccgaacctcc tttctcgtga tcaatcgacg gaaatttgag 840 
acattttttg aaggcgttgc cgccgagtac gctctcctcg aggtaagtca ttggtttttc 90 0 
tagtttttgg gggagttgtt tacaccataa ccacccccga cggtaacatt tgatcgtccc 960 
gcgaaaatgt ttgtacagaa aaatgacgac atccgacccg tgctggagcg gtacacacgg 1020 
cggggacgca tgctatcgat atcgaatctg tggctcggcg ccttcattag tgcctgcttt 1080 
gtgacctatc ctctgtttgt gcccgggcgc ggcctaccgt acggcgtcac gataccgggc 1140 
gtggacgtgc tggccacccc gacctaccag gtcgtgtttg tgctgcaggt ttaccttacc 1200 
ttccccgcct gctgcatgta catcccgttc accagcttct acgcgacctg cacgctgttt 1260 
gcgctcgtcc agatagcggc cctaaagcaa cggctcggac gcttggggcg ccacagcggc 132 0 
acgatggctt cgaccggaca cagcgccggc acactgttcg ccgagctgaa ggagtgtcta 13 8 0 
aagtatcaca aacaaatcat ccagtaagta gacgctagta gactcgaccg gattgccctt 1440 
ccctcgggga ggggaggttt gctatttcgg gatgcggcag cacgcataca cacaaaccgg 1500 
aagccattaa ttctcccgtt ttcatgcccg cacgggcact gggtcatgtt tcacatcctt 1560 
ccttcctttc caaacacaca cacgcgcgcg tgcacgtaca gatatgttca tgatctcaac 162 0 



tcactcgtca cccatctgtg tctgctggag 
ctgctgtttc tgctaagcat tgtaagtaaa 
ccggactctc atttcgggac tcaatcgttc 
gatgataatg attggatcgt acatcttcat 
gcatgcgaac gaggtactgg agcaggtaat 
cgctatagat cggctgtctt acattgttgt 
ctctccattt cagagcctag gcattggcga 
tgaggaaccg ataaggaaac ggttgattct 
ggtaagtttg gctgatcgat gctctgttca 
gctgttcatt aataagtttt ttcagaatgt 
ctatgcaatg gtagcaacaa tagaccgcct 
ttttatttta agagaaagat aaaccatttt 
tacagaattt attattatta ttattattat 
tattattatt attattatta ttattattat 
tattattatt attattatta atattattat 
aattattact tttattatta ttattattat 
tattattatt attataatta tgattattat 
aacaataata attattatta ttatttatta 
tattattgtt attcattatt atacattatt 
ttattattat tattattatt attattatta 
ttattattat taatattatt tttaatatta 
ttattttttt ttattattat tattattatt 
gctattgtta ttattattct tattattgct 
gttgttgttg ttcttattat tgttgttgtt 
ttttttttat tctctaatta ttccagtaat 
agtaaatagt aaataattcc agtaactgta 
ttgcattttg taatgaaata tgttgattgt 
tcagcattaa acagttttga ggttgttcag 
aagcatttgt tttcattact acaaaaaagc 
ctaaacgcct atgtgtatgc aattacataa 
ttagtaatct aaatccaatc tcttctttcc 
ccgatgacgt tggaaatgtt tcaaaaattg 
ctgcgccgag tgtacaacta aacttaaccg 
gcaaagacag caagcagccg atcatcaaac 
ttatcccacg ggatttggtg gaaagttatt 
ggaggttccc tctcaaccaa cccattgaag 
tgaaaaaacg ctgcattatt gtgcttgctt 
tccattcaaa agtcgcgatg ctcacgatac 
cactcgcaag ccggtgatgt tgccggtgga 
cgtttgttcg cgtaaatggg agggaaaaaa 
aattgaaact caagccaacg aacatgcaga 
aaaggtctct gctccggggc atggattctt 
aggtttttat tttacaaatt catatccttc 
gccagacaga tgtgcggcgg gcaacaaaac 
tctatctcat ctctgtgtcg cactgtctcg 
attgttttag tccacgggtt tacttctaat 
ttgctcgttc cggttgcaac ttcgacaagc 
tactccaccc actactacta ctactgccac 
gcttgcagac ccacaagcaa acaacgatac 
cagccgacgg tacaaggttt aaccggtaca 
acaaggcacg gggccgcatc cggcagtacg 
ctgtaattgt caatcgctgc tacaagttgt 
ccgatggtga tggtgtaaaa gatagataca 
ggtgtggtta gcaaatttga tttccactga 
ttgccattca gggtaaagtt gctcgtggac 
aagcttatcg ataccgtcga cctcgagggg 
gtgga 
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ttcctgtcgt tcgggatgat gctgtgcgca 1680 
atcgaccgac gtgcggtcgc tagtccgtct 1740 
catctctcaa tagagcaatc agctggcaca 1800 
gatactctcg cagatgtttg ccttctattg 1860 
ggcgctgaag ctgagtttgg ttgagcggtt 192 0 
gtttctgcat ggggatcggt tttgtttttc 1980 
tgccatttac aatggagcgt ggccggactt 2040 
aattattgca cgtgctcagc gaccgatggt 2100 
atgaacatgg cacagaaggc tgtgtaaata 2160 
atcgttttta gttgatttaa acgcattgtt 2220 
ttattaatcc aagcttcctt taggattgat 2280 
tagtaaccaa tttagttaca ggaaccaaaa 2340 
tattattatt attattatta ttattattat 2400 
tattataatt attattatta ttattattat 2460 
tattattatt attattacta ttattattat 2520 
tattattatt attattatta ttattattat 2580 
tattattatt attattatta ttattattat 2640 
ttaattaatt aatttattat tattaattat 2700 
atcataataa taattttatt atgattatta 2760 
ttattattat tcttattatt attattatta 2820 
ttattattat tattactatt cttattataa 2880 
attattatta ttattattat tattattatt 2940 
attgttatta ttattattct tattattgtt 3000 
gttattctta ttattgttta ttattattgt 3060 
ccataataaa aaataataaa gtaaataaat 312 0 
gtaatacaca ataatctcta agaattaaaa 3180 
tcgaatagtt cagaaaaact taaaaatgcc 3240 
ggcatttagt ttagatattt tagtatttta 3300 
aaatttatga gtgaattact ttcagttctt 3360 
caatagctct cttttttatt gcatttttcc 3420 
ctcttgcaga ttaaagtcgg caacgtgtac 3480 
ctcaacgtgt cctactccta tttcacactg 3540 
gtaaacaaac aaaaatcccc tcatcactat 3600 
accattagca gccacaaagt taccagccgc 3660 
gcactgaagc tctttcaccc aaattttcat 3720 
cgaataaaag tatcagcaac caggcgacgg 3780 
cagcattcca gcgaatgact cttaaacttt 3840 
ggagcggtgt gttgttcgat ccgccgagtg 3900 
aatgcacaga tcgacacagc gatagataat 3960 
gtaagctgcc agctacttca tttccatgtt 4020 
acccggttgg ttgtgtgtct ccgctccggg 40 8 0 
tccccctccg ggtggttggg ggtattgttt 4140 
cgcttccgca tcagccgacc cggtgggtgc 4200 
tatgcacgaa catggccaac aaacacagct 4260 
ctttcccgct gcgttgcttg tagtactatc 4320 
tccattgcac cacgcaaaaa ggctcatcct 4380 
gcatggttgg gatacgaaca aaaaaccaac 4440 
caccactaac aacactacac ttggttggga 4500 
aagctagcta gctgctgtgt gcgctcgagt 4560 
agcaactccc ggaccgatcc caaaactctg 4620 
gtcggaaaac atggaaatgt ttaattaaaa 468 0 
gacacaggga gagagagaga cagagcgcgc 4 74 0 
ggaaaagagc gagaaacatt ggtacgattt 4800 
ttttgagtgc aaatttaatg catcgaaaat 4860 
ggatcccccg ggctgcagga attcgatatc 492 0 
gggcccggta cccagctttt gttcccttta 4980 

4985 
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<210> 11 
<211> 2083 
<212> DNA 

<213> Anopheles gambiae 
<400> 11 

aagcagaaca catcaagaag caattaggtg tgtcgtacgt tagcaagtag ttcgcgagga 60 
ggaataaaat agatgccttc tgagcggctt cgtctcatta cttccttcgg aactcctcaa 120 
gacaaacgca cgatggtact gccaaaatta aaggatgaaa cagcagtgat gccgtttctg 18 0 
ctgcaaattc aaaccattgc cggactgtgg ggtgaccgtt cccagcggta ccgtttttat 24 0 
ctcatctttt cctacttctg cgcgatggtg gttctaccca aagtgctgtt cggttatcca 300 
gatctcgagg ttgcggtacg cggcacggcc gagctgatgt tcgaatcgaa cgcattcttc 360 
ggcatgctaa tgttttcctt tcaacgcgac aactacgagc gattggtgca tcagctgcag 420 
gatctggcag ctctaggtga gtatgcagcc aatcgattgt tccaaacctt cgcaacatcc 480 
ttcgtaacac tgctacactt tcagtcctcc aagacctacc cacagagctg ggagagtacc 54 0 
tgatctcagt gaaccgacgg gtcgatcggt tctccaaaat ttactgctgc tgtcactttt 600 
ccatggcaac gttcttttgg ttcatgcccg tctggacgac ctattccgcc tactttgctg 660 
tgcgcaacag cacggaaccg gtcgagcacg tgttgcacct cgaggaagag ctgtacttcc 72 0 
tgaacattcg gacttcgatg gcgcactata cgttttatgt ggccattatg tggcccacga 780 
tctatacgct cgggtttacc ggtggcacaa agctgctgac cattttcagc aatgttaagt 84 0 
actgttcggc catgctgaag ctcgttgcac tccgaatcca ctgtctagcg agagtagcgc 900 
aagaccgagc ggaaaaggag ctgaacgaga ttatttccat gcatcagcgg gtactcaagt 960 
aagtaaattc aaattgaaag ttttgcaggg aataacttga gtgtgtctga cccgtgcaca 102 0 
tcctagctgc gtgttcctgc tggagacgac attccgctgg gtatttttcg tgcagttcat 1080 
tcagtgtaca atgatctggt gcagtctcat cctctacata gcggtgacgg taatagcatt 1140 
ttcgtcattt cgttagcctt attcaatcca tttttgtgaa cgtgaatttc ccccaggggt 1200 
tcagctcgac ggtagcgaat gtatgtgtcc agatcatttt ggtgacggtg gaaacttacg 1260 
gctacggcta cttcggaaca gatctaacca cggaggtgct ttgggtaccc tttggatgaa 1320 
gcttcaaaaa gtaattccaa attctgtttt cgatttttcc ccttttccac tagagctatg 1380 
gcgttgccct cgccatttac gatagcgagt ggtacaagtt ttccatttcg atgcgccgca 1440 
aacttcgact gctactgcaa cgatcccaaa aaccgctcgg cgtaacggcg ggaaagtttc 1500 
gcttcgtcaa tgtggcccag tttggcaagg taacattaat tacagtttga aaattctgaa 156 0 
gaatgcatct tacttgcctt acttgttgtt ccagatgctc aagatgtcct attcatttta 1620 
cgtagtactg aaggagcagt tttaggagct gctgtttccc accctggaaa tggccttttc 168 0 
gcactgtctt ctgtttgttg gacgcacgca gcaccgagag cgcccctgca cgcactgacg 174 0 
tattttggct actttgacgt ttgcaccttt gacagctgaa ggacagggta caatttttgc 1800 
tgctgttatt acgcgcagcg cattggatac gaaaacattg gccacaagtt ctacgatttt 1860 
agcgtttatt tactgttcgt agcagctttt ttccacaata aacacacaca ataacgtacc 1920 
gacagtattc ttttcattgt aggatagaga agccgccggc cagcagccaa aacgcgccgc 1980 
aaaacgaaag gcggcaccac cgggggaaaa acacgggagc aaaacgagaa cagaacgcag 2040 
taaacaacaa aaccggccgg aacaacaacg gtgccggaaa cga 2083 



<210> 12 
<211> 2374 
<212> DNA 

<213> Anopheles gambiae 
<400> 12 

ggggaactcc cccacccgac cagacgacgg aaagctaacg atgtgcaatt gaatagtcat 60 
tagtagcgtt tttgctcgca aacgaactaa ccctttgact ttttaagttc actacggtga 12 0 
ggacaaaaat caataaatta aatcgagacc gttgatgagc aaaagaaaaa aaaatatttt 180 
actgattttc atttcgttcc atcgactaca taatcataat tatatgccac attttattat 240 
aagtttttgt atcattttta aacaacacaa aaatgcatcc tttcgaatat tagtcaggtt 300 
gtatcaacaa tgaagtttga actgtttcaa aaatattcct ccccggacac ggtcttatcc 360 
ttcgtgctaa ggcttttgca tatcgtgggc atgaatgggg caggatttcg gtcgcgaatt 420 
cgagttggtg gcatttttct gttctattta atctttcttg taataccgcc actaacgggc 480 
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gggtacaccg atggtcacca gcgtgtacgc accagtgtgg aattcctgtt taattgcaat 540 
atttacggcg gcagtatgtt ctttgcctac gatgtggcca ctttccaagc gttcatccag 600 
gaactgaaga gcctttcggt tttgggtaat atttaattaa ttaaaattgc gtttattgca 660 
tcatcatttg tttctctttg cagtatgctc acattcgtac agactaaagt ataagctgac 720 
ccggttcaac cgtcgagcgg atattatcgc caaagtgcaa acgacctgca tgggtgctgt 780 
aacgcttttc tactggattg caccgatacc ttccatctgt gcgcactact acaggtcgac 840 
caattccacc gaacccgtgc ggtttgtgca acatttagag gtgaagttct attggctcga 900 
gaatcgcacc tcagtcgagg actacataac cttcgtgctg atcatgctac ccgtcgtggt 960 
tatgtgtggt tacgtatgca atttgaaggt gatgaccatc tgctgcagca ttggacactg 1020 
tacactgtac accaggatga ctatagagat ggtagagcag ttggaaagca tggcatcagc 1080 
ggaacgaact gccagcgcca tacgcaacgt ggggcagatg cacagtggtt tactgaaatg 114 0 
cattaggctt ttgaacacgt caatccgatc gatgctgatg ctgcagtggt tgacctgcgt 1200 
gttaaactgg agcatttctc tcatctatct aacgaacgtg gttagttttg tcttgtttgg 1260 
aaatccaaaa acaaaaagat ggctataatt gaactttcta ttacagggca tctcgctaca 1320 
atcggttacc gtggtggtaa tgttttttct tgccactgcg gaaactttcc tgtattgttt 1380 
acttgggacg cggcttgcga cacaacagca gctgctggag cacgcactct atgctacacg 144 0 
gtggtacaac tacccaatag cctttcgcag cagcattagg atgatgttga gacagtcgca 1500 
aaggcatgca cacataacgg tggggaagtt ttttcgcgtt aatttggaag aatttagcag 1560 
gattgtcaac ttatcctact ctgcttacgt cgtacttaag gatgtaataa agatggatgt 1620 
acagtgaatg tttttttttt tggcttggca acgaatgaag ttttccgaat ctatattaga 1680 
tctagaattt aatctagatg tcataatatg atcttggcca tgaccggttc ctggttttgg 1740 
aaccaattct caaaacaatt ttgaacttag ggcgaggcat gaaatgtccc aagaacctat 1800 
ccaagttctg gaactacata ttaccgaatc tatcccatta ttgcctcgga actggtttgg 1860 
tgctaaatat ttgtccaaat gttggtcctg gacctatcca gacaaagatc ttcaattatt 1920 
cctaccactg gaactgatta attgatgtag gaagtcatgg aggtgttcag ggagaattta 198 0 
aacactaatg ttccaactca ttatttcaag ggcaattcta ttttttatat gcccctacgg 2040 
attgatacgt atgtattact ccatttcctg gactttgtct tattcttgct gctgattgga 2100 
cgtgaaatgt tgagaaaaag attcttattt atgagtgata cagagccttt aaatactcct 2160 
acgttgtttg ctatttaagt atggccaggc taatcacaat cgctactaat gaacagaatc 2220 
tcttctaatt aaaccctttc gattgatagt gtcaatgtca atgtcgagat aattgaactg 2280 
caaacgatac ctaccttaaa cggagcagaa cacatcaaga agcaattagg tgtgtcgtac 234 0 
gttagcaagt agttcgcgag gaggaataaa atag 2374 



<210> 13 
<211> 1194 
<212> DNA 

<213> Anopheles gambiae 
<400> 13 

atgaagtttg aactgtttca aaaatattcc tccccggaca cggtcttatc cttcgtgcta 60 
aggcttttgc atatcgtggg catgaatggg gcaggatttc ggtcgcgaat tcgagttggt 12 0 
ggcatttttc tgttctattt aatctttctt gtaataccgc cactaacggg cgggtacacc 18 0 
gatggtcacc agcgtgtacg caccagtgtg gaattcctgt ttaattgcaa tatttacggc 240 
ggcagtatgt tctttgccta cgatgtggcc actttccaag cgttcatcca ggaactgaag 300 
agcctttcgg ttttggtatg ctcacattcg tacagactaa agtataagct gacccggttc 360 
aaccgtcgag cggatattat cgccaaagtg caaacgacct gcatgggtgc tgtaacgctt 42 0 
ttctactgga ttgcaccgat accttccatc tgtgcgcact actacaggtc gaccaattcc 480 
accgaacccg tgcggtttgt gcaacattta gaggtgaagt tctattggct cgagaatcgc 54 0 
acctcagtcg aggactacat aaccttcgtg ctgatcatgc tacccgtcgt ggttatgtgt 600 
ggttacgtat gcaatttgaa ggtgatgacc atctgctgca gcattggaca ctgtacactg 660 
tacaccagga tgactataga gatggtagag cagttggaaa gcatggcatc agcggaacga 72 0 
actgccagcg ccatacgcaa cgtggggcag atgcacagtg gtttactgaa atgcattagg 780 
cttttgaaca cgtcaatccg atcgatgctg atgctgcagt ggttgacctg cgtgttaaac 84 0 
tggagcattt ctctcatcta tctaacgaac gtgggcatct cgctacaatc ggttaccgtg 900 
gtggtaatgt tttttcttgc cactgcggaa actttcctgt attgtttact tgggacgcgg 960 
cttgcgacac aacagcagct gctggagcac gcactctatg ctacacggtg gtacaactac 102 0 
ccaatagcct ttcgcagcag cattaggatg atgttgagac agtcgcaaag gcatgcacac 1080 
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ataacggtgg ggaagttttt tcgcgttaat ttggaagaat ttagcaggat tgtcaactta 114 0 
tcctactctg cttacgtcgt acttaaggat gtaataaaga tggatgtaca gtga 1194 



<210> 14 
<211> 412 
<212> PRT 

<213> Anopheles gambiae 
<400> 14 

Met Lys Phe Glu Leu Phe Gin Lys Tyr Ser Ser Pro Asp Thr Val Leu 
15 10 15 

Ser Phe Val Leu Arg Leu Leu His lie Val Gly Met Asn Gly Ala Gly 
20 25 30 

Phe Arg Ser Arg lie Arg Val Gly Gly lie Phe Leu Phe Tyr Leu lie 
35 40 45 

Phe Leu Val lie Pro Pro Leu Thr Gly Gly Tyr Thr Asp Gly His Gin 
50 55 60 

Arg Val Arg Thr Ser Val Glu Phe Leu Phe Asn Cys Asn lie Tyr Gly 
65 70 75 80 

Gly Ser Met Phe Phe Ala Tyr Asp Val Ala Thr Phe Gin Ala Phe He 
85 90 95 

Gin Glu Leu Lys Ser Leu Ser Val Leu Val Cys Ser His Ser Tyr Arg 
100 105 110 

Leu Lys Tyr Lys Leu Thr Arg Phe Asn Arg Arg Ala Asp He He Ala 
115 120 125 

Lys Val Gin Thr Thr Cys Met Gly Ala Val Thr Leu Phe Tyr Trp He 
130 135 140 

Ala Pro He Pro Ser He Cys Ala His Tyr Tyr Arg Ser Thr Asn Ser 
145 150 155 160 

Thr Glu Pro Val Arg Phe Val Gin His Leu Glu Val Lys Phe Tyr Trp 
165 170 175 

Leu Glu Asn Arg Thr Ser Val Glu Asp Tyr He Thr Phe Val Leu He 
180 185 190 

Met Leu Pro Val Val Val Met Cys Gly Tyr Val Cys Asn Leu Lys Val 
195 200 205 

Met Thr He Cys Cys Ser He Gly His Cys Thr Leu Tyr Thr Arg Met 
210 215 220 

Thr He Glu Met Val Glu Gin Leu Glu Ser Met Ala Ser Ala Glu Arg 
225 230 235 240 



Thr Ala Ser Ala He Arg Asn Val Gly Gin Met His Ser Gly Leu Leu 
245 250 255 
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Lys Cys lie Arg Leu Leu Asn Thr Ser lie Arg Ser Met Leu Met Leu 
260 265 270 

Gin Trp Leu Thr Cys Val Leu Asn Trp Ser lie Ser Leu lie Tyr Leu 
275 280 285 

Thr Asn Val Gly lie Ser Leu Gin Ser Val Thr Val Val Val Met Phe 
290 295 300 

Phe Leu Ala Thr Ala Glu Thr Phe Leu Tyr Cys Leu Leu Gly Thr Arg 
305 310 315 320 

Leu Ala Thr Gin Gin Gin Leu Leu Glu His Ala Leu Tyr Ala Thr Arg 
325 330 335 

Trp Tyr Asn Tyr Pro lie Ala Phe Arg Ser Ser lie Arg Met Met Leu 
340 345 350 

Arg Gin Ser Gin Arg His Ala His He Thr Val Gly Lys Phe Phe Arg 
355 360 365 

Val Asn Leu Glu Glu Phe Ser Arg He Val Asn Leu Ser Tyr Ser Ala 
370 375 380 

Tyr Val Val Leu Lys Asp Val He Lys Met Asp Val Gin Asn Val Ser 
385 390 395 400 

Tyr Ser Tyr Phe Thr Leu Leu Arg Arg Val Tyr Asn 

405 410 



<210> 15 
<211> 1176 
<212> DNA 

<213> Anopheles gambiae 
<400> 15 

atggtgctac cgaagctgtc cgaaccgtac gccgtgatgc cgcttctact acgcctgcag 60 
cgtttcgttg ggctgtgggg tgaacgacgc tatcgctaca agttccggtt ggcattttta 120 
agcttctgtc tgctagtagt tattccgaag gttgccttcg gctatccaga tttagagaca 180 
atggttcgcg gaacagctga gctgattttc gaatggaacg tactgtttgg gatgttgctg 240 
ttttctctca agctagacga ctatgatgat ctggtgtacc ggtacaagga catatcaaag 300 
attgctttcc gtaaggacgt tccctcgcag atgggcgact atctggtacg catcaatcat 360 
cgtatcgatc ggttttccaa gatctactgc tgcagccatc tgtgtttggc catcttctac 420 
tgggtggctc cttcgtccag cacctaccta gcgtacctgg gggcacgaaa cagatccgtc 480 
ccggtcgaac atgtgctaca cctggaggag gagctgtact ggtttcacac ccgcgtctcg 540 
ctggtagatt actccatatt caccgccatc atgctgccta caatctttat gctagcgtac 600 
ttcggtggac taaagctgct aaccatcttc agcaacgtga agtactgttc ggcaatgctc 660 
aggcttgtgg cgatgagaat ccagttcatg gaccggctgg acgagcgcga agcggaaaag 72 0 
gaactgatcg aaatcatcgt catgcatcag aaggcgctaa aatgtgtgga gctgttggaa 780 
atcatctttc ggtgggtttt tctgggacag ttcatacagt gcgtaatgat ctggtgcagc 840 
ttggttctgt acgtcgccgt tacgggtctc agcacaaaag cggcaaacgt gggtgtactg 900 
tttatactgc taacagtgga aacctacgga ttctgctact ttggcagtga tcttacctcg 960 
gaggcaagtt gttattcgct gacacgtgct gcgtacggta gcctctggta tcgccgttcg 102 0 
gtttcgattc aacggaagct tcgaatggta ctgcagcgtg cccagaaacc ggtcggcatc 1080 
tcggctggga agttttgctt cgtcgacatt gagcagtttg gcaatatggc aaaaacatca 114 0 
tactcgttct acatcgttct gaaggatcaa ttttaa 1176 
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<210> 16 
<211> 391 
<212> PRT 

<213> Anopheles gambiae 
<400> 16 

Met Val Leu Pro Lys Leu Ser Glu Pro Tyr Ala Val Met Pro Leu Leu 
15 10 15 

Leu Arg Leu Gin Arg Phe Val Gly Leu Trp Gly Glu Arg Arg Tyr Arg 
20 25 30 

Tyr Lys Phe Arg Leu Ala Phe Leu Ser Phe Cys Leu Leu Val Val lie 
35 40 45 

Pro Lys Val Ala Phe Gly Tyr Pro Asp Leu Glu Thr Met Val Arg Gly 
50 55 60 

Thr Ala Glu Leu lie Phe Glu Trp Asn Val Leu Phe Gly Met Leu Leu 
65 70 75 80 

Phe Ser Leu Lys Leu Asp Asp Tyr Asp Asp Leu Val Tyr Arg Tyr Lys 
85 90 95 

Asp lie Ser Lys lie Ala Phe Arg Lys Asp Val Pro Ser Gin Met Gly 
100 105 110 

Asp Tyr Leu Val Arg lie Asn His Arg lie Asp Arg Phe Ser Lys lie 
115 120 125 

Tyr Cys Cys Ser His Leu Cys Leu Ala lie Phe Tyr Trp Val Ala Pro 
130 135 140 

Ser Ser Ser Thr Tyr Leu Ala Tyr Leu Gly Ala Arg Asn Arg Ser Val 
145 150 155 160 

Pro Val Glu His Val Leu His Leu Glu Glu Glu Leu Tyr Trp Phe His 
165 170 175 

Thr Arg Val Ser Leu Val Asp Tyr Ser lie Phe Thr Ala lie Met Leu 
180 185 190 

Pro Thr lie Phe Met Leu Ala Tyr Phe Gly Gly Leu Lys Leu Leu Thr 
195 200 ~ 205 

lie Phe Ser Asn Val Lys Tyr Cys Ser Ala Met Leu Arg Leu Val Ala 
210 215 220 

Met Arg lie Gin Phe Met Asp Arg Leu Asp Glu Arg Glu Ala Glu Lys 
225 230 235 240 

Glu Leu lie Glu lie lie Val Met His Gin Lys Ala Leu Lys Cys Val 
245 250 255 



Glu Leu Leu Glu lie lie Phe Arg Trp Val Phe Leu Gly Gin Phe lie 
260 265 270 
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Gin Cys Val Met lie Trp Cys Ser Leu Val Leu Tyr Val Ala Val Thr 
275 280 285 

Gly Leu Ser Thr Lys Ala Ala Asn Val Gly Val Leu Phe lie Leu Leu 
290 295 300 

Thr Val Glu Thr Tyr Gly Phe Cys Tyr Phe Gly Ser Asp Leu Thr Ser 
305 310 315 320 

Glu Ala Ser Cys Tyr Ser Leu Thr Arg Ala Ala Tyr Gly Ser Leu Trp 
325 330 335 

Tyr Arg Arg Ser Val Ser lie Gin Arg Lys Leu Arg Met Val Leu Gin 
340 345 350 

Arg Ala Gin Lys Pro Val Gly He Ser Ala Gly Lys Phe Cys Phe Val 
355 360 365 

Asp He Glu Gin Phe Gly Asn Met Ala Lys Thr Ser Tyr Ser Phe Tyr 
370 375 380 

He Val Leu Lys Asp Gin Phe 
385 390 



<210> 17 
<211> 474 
<212> DNA 

<213> Anopheles gambiae 
<400> 17 

ttatgcttac cggatgttgc gatcgcgcac gtgcttttcc gcatacgcca gtgcacactt 6 0 
gatggcggtg gtgatgacgt ctgctgcgca ccgttttctg ctcgtgagtc agaccttttc 120 
atttcctgca atatcctgtt tctttcccga ccccacagac ggttagacgg atatatgctg 180 
gtaaagtttg tcctcttcat gctgtgcttt ctgatcgagc tgctgatgct gtgtgcgtac 240 
ggtgaggata ttgtggaatc gccttggggt gattgatgcc gcttacggtt gcgaatggta 3 00 
ccgggaaggg tcggtggcgt tccatcgatc cgtgctgcaa attatacacc gcagccagca 360 
gtccgtcata ctgaccgcat ggaaaatttg gcccatccaa atgagtactt tcagtcagat 420 
cctgcaagct tcctggtcct actttaccct cctgaagacc gtctacggga ataa 474 



<210> 18 
<211> 157 
<212> PRT 

<213> Anopheles gambiae 
<400> 18 

Leu Cys Leu Pro Asp Val Ala He Ala His Val Leu Phe Arg He Arg 
1 5 10 15 

Gin Cys Thr Leu Asp Gly Gly Gly Asp Asp Val Cys Cys Ala Pro Phe 
20 25 30 

Ser Ala Arg Glu Ser Asp Leu Phe He Ser Cys Asn He Leu Phe Leu 
35 40 45 



Ser Arg Pro His Arg Arg Leu Asp Gly Tyr Met Leu Val Lys Phe Val 
50 55 60 
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Leu Phe Met Leu Cys Phe Leu lie Glu Leu Leu Met Leu Cys Ala Tyr 
65 70 75 * 80 

Gly Glu Asp lie Val Glu Ser Pro Trp Gly Asp Glx Cys Arg Leu Arg 
85 90 95 

Leu Arg Met Val Pro Gly Arg Val Gly Gly Val Pro Ser lie Arg Ala 
100 105 110 

Ala Asn Tyr Thr Pro Gin Pro Ala Val Arg His Thr Asp Arg Met Glu 
115 120 125 

Asn Leu Ala His Pro Asn Glu Tyr Phe Gin Ser Asp Pro Ala Ser Phe 
130 135 140 

Leu Val Leu Leu Tyr Pro Pro Glu Asp Arg Leu Arg Glu 
145 150 155 



<210> 19 
<211> 1206 
<212> DNA 

<213> Anopheles gamhiae 
<400> 19 

atggtgctga tccagttctt cgccatcctc ggcaacctgg cgacgaacgc ggacgacgtg 60 
aacgagctga ccgccaacac gatcacgacc ctgttcttca cgcactcggt caccaagttc 120 
atctactttg cggtcaactc ggagaacttc taccggacgc tcgccatctg gaaccagacc 180 
aacacgcacc cgctgtttgc cgaatcggac gcccggtacc attcgattgc gctcgccaag 24 0 
atgcggaagc tgctggtgct ggtgatggcc accaccgtcc tgtcggttgt cgcctgggtt 300 
acgataacat ttttcggcga gagcgtcaag actgtgctcg ataaggcaac caacgagacg 3 60 
tacacggtgg atataccccg gctgcccatc aagtcctggt atccgtggaa tgcaatgagc 42 0 
ggaccggcgt acattttctc tttcatctac caggtacgtt ggcggaatgg tattatgcga 480 
tcgttgatgg agctttcggc ctcgctggac acctaccggc ccaactcttc gcaactgttc 540 
cgagcaattt cagccggttc caaatcggag ctgatcatca acgaagaaaa ggatccggac 600 
gttaaggact ttgatctgag cggcatctac agctcgaagg cggactgggg cgcccagttc 660 
cgtgcgccgt cgacgctgca aacgttcgac gagaatggca ggaacggaaa tccgaacggg 72 0 
cttacccgga agcaggaaat gatggtgcgc agcgccatca agtactgggt cgagcggcac 780 
aagcacgttg tacgtctcgt ttcagcaatc ggagatacgt acggtcctgc cctgctgcta 840 
cacatgctga cctccaccat caagctgacg ctgctcgcct accaggcaac gaaaatcgac 900 
ggtgtcaacg tgtacggatt gaccgtaatc ggatatttgt gctacgcgtt ggctcaggtt 960 
ttcctgtttt gcatctttgg caatcggctc atcgaggaga gctcatccgt gatgaaggcg 1020 
gcctattcct gccactggta cgacgggtcc gaggaggcaa aaaccttcgt ccagatcgtt 108 0 
tgtcagcagt gccagaaggc gatgactatt tccggagcca agtttttcac cgtttcgctc 114 0 
gatctgtttg cttcggttct tggagccgtt gtcacctact tcatggtgct ggtgcagctg 1200 
aagtaa 1206 



<210> 20 
<211> 401 
<212> PRT 

<213> Anopheles gambiae 



<400> 20 

Met Val Leu lie Gin Phe Phe Ala lie Leu Gly Asn Leu Ala Thr Asn 
15 10 15 
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Ala Asp Asp Val Asn Glu Leu Thr Ala Asn Thr lie Thr Thr Leu Phe 
20 25 30 

Phe Thr His Ser Val Thr Lys Phe lie Tyr Phe Ala Val Asn Ser Glu 
35 40 45 

Asn Phe Tyr Arg Thr Leu Ala lie Trp Asn Gin Thr Asn Thr His Pro 
50 55 60 

Leu Phe Ala Glu Ser Asp Ala Arg Tyr His Ser lie Ala Leu Ala Lys 
65 70 75 80 

Met Arg Lys Leu Leu Val Leu Val Met Ala Thr Thr Val Leu Ser Val 
85 90 95 

Val Ala Trp Val Thr He Thr Phe Phe Gly Glu Ser Val Lys Thr Val 
100 105 110 

Leu Asp Lys Ala Thr Asn Glu Thr Tyr Thr Val Asp He Pro Arg Leu 
115 120 125 

Pro He Lys Ser Trp Tyr Pro Trp Asn Ala Met Ser Gly Pro Ala Tyr 
130 - 135 140 

He Phe Ser Phe He Tyr Gin Val Arg Trp Arg Asn Gly He Met Arg 
145 150 155 160 

Ser Leu Met Glu Leu Ser Ala Ser Leu Asp Thr Tyr Arg Pro Asn Ser 

165 170 175 

Ser Gin Leu Phe Arg Ala He Ser Ala Gly Ser Lys Ser Glu Leu He 
180 185 190 

He Asn Glu Glu Lys Asp Pro Asp Val Lys Asp Phe Asp Leu Ser Gly 
195 200 205 

He Tyr Ser Ser Lys Ala Asp Trp Gly Ala Gin Phe Arg Ala Pro Ser 
210 215 220 

Thr Leu Gin Thr Phe Asp Glu Asn Gly Arg Asn Gly Asn Pro Asn Gly 
225 230 235 240 

Leu Thr Arg Lys Gin Glu Met Met Val Arg Ser Ala He Lys Tyr Trp 
245 250 255 

Val Glu Arg His Lys His Val Val Arg Leu Val Ser Ala He Gly Asp 
260 265 270 

Thr Tyr Gly Pro Ala Leu Leu Leu His Met Leu Thr Ser Thr He Lys 
275 280 285 

Leu Thr Leu Leu Ala Tyr Gin Ala Thr Lys He Asp Gly Val Asn Val 
290 295 300 



Tyr Gly Leu Thr Val He Gly Tyr Leu Cys Tyr Ala Leu Ala Gin Val 
305 310 315 320 
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Phe Leu Phe Cys lie Phe Gly Asn 
325 

Val Met Lys Ala Ala Tyr Ser Cys 
340 

Ala Lys Thr Phe Val Gin He Val 
355 360 

Thr He Ser Gly Ala Lys Phe Phe 
370 375 

Ser Val Leu Gly Ala Val Val Thr 
385 390 

Lys 



Arg Leu He Glu Glu Ser Ser Ser 
330 335 

His Trp Tyr Asp Gly Ser Glu Glu 
345 350 

Cys Gin Gin Cys Gin Lys Ala Met 
365 

Thr Val Ser Leu Asp Leu Phe Ala 
380 

Tyr Phe Met Val Leu Val Gin Leu 
395 400 



<210> 21 
<211> 2272 
<212> DNA 

<213> Anopheles gambiae 
<400> 21 

tctagacttg aacccatgac gggcatttta 
gggaccaccc gtttatcact atcactatta 
gcctaccggg ttttgtttct ctggatatct 
aacaacttgt accttaaata atcattacgt 
ttcgcgaaag caaaaatccg attgtctgat 
gttctgcaaa atcgtccaat aatacggcaa 
attgtttgca tttcgttttt tgcgtgcaaa 
tgcttaagag taaatacaat tcgctgtcca 
gccttttagt ccttcgaata catccgacca 
gaagctgtcc gaaccgtacg ccgtgatgcc 
gctgtggggt gaacgacgct atcgctacaa 
gctagtagtt attccgaagg ttgccttcgg 
aacagctgag ctgattttcg aatggaacgt 
gctagacgac tatgatgatc tggtgtaccg 
ataatgattg ataaaaggaa cctttgagca 
acgttccctc gcagatgggc gactatctgg 
ccaagatcta ctgctgcagc catctgtgtt 
ccagcaccta cctagcgtac ctgggggcac 
tacacctgga ggaggagctg tactggtttc 
tattcaccgc catcatgctg cctacaatct 
tgctaaccat cttcagcaac gtgaagtact 
gaatccagtt catggaccgg ctggacgagc 
tcgtcatgca tcagaaggcg ctaaagtaag 
ttctagctgc tttcagatgt gtggagctgt 
gacagttcat acagtgcgta atgatctggt 
taactaaaag cactgtagtg atctgtctgc 
cactcttccc agggtctcag cacaaaagcg 
acagtggaaa cctacggatt ctgctacttt 
tattcgctga gtttcagtta cttttccgtt 
tttgagacag agcttgagcg tagcacgtgc 
ggtttcgatt caacggaagc ttcgaatggt 
ctcggctggg aagttttgct tcgtcgacat 
tccactgtgg caagaaagat tttctttatt 
acatcatact cgttctacat cgttctgaag 



ttgagtcgtt cgagttgacg actgtaccac 60 
attaattata atatgctttt gtagcgatca 120 
taagttccca tttgattatc aagatagaac 180 
acccttaatc aacctgtgca tcaaggagtt 240 
gttgtcttga ttccatccga ttcgttactg 3 00 
tgtccttatc gatgcttgaa tcaacatcac 360 
tatgttattt gcaaagaagg caaggtaatg 420 
ttttttgtcc accagtgtgc cagaacccgt 480 
gtcagcaagc aagtgcatca tggtgctacc 540 
gcttctacta cgcctgcagc gtttcgttgg 600 
gttccggttg gcatttttaa gcttctgtct 660 
ctatccagat ttagagacaa tggttcgcgg 720 
actgtttggg atgttgctgt tttctctcaa 780 
gtacaaggac atatcaaaga ttggtgcgtg 840 
actcctatcc ctttcaagct ttccgtaagg 900 
tacgcatcaa tcatcgtatc gatcggtttt 960 
tggccatctt ctactgggtg gctccttcgt 1020 
gaaacagatc cgtcccggtc gaacatgtgc 1080 
acacccgcgt ctcgctggta gattactcca 1140 
ttatgctagc gtacttcggt ggactaaagc 1200 
gttcggcaat gctcaggctt gtggcgatga 1260 
gcgaagcgga aaaggaactg atcgaaatca 132 0 
gtctgccggt atgttgtgga tagaatacat 1380 
tggaaatcat ctttcggtgg gtttttctgg 1440 
gcagcttggt tctgtacgtc gccgttacgg 1500 
cacaccattc actgctgtgt cttgttttgt 1560 
gcaaacgtgg gtgtactgtt tatactgcta 1620 
ggcagtgatc ttacctcgga ggcaagttgt 168 0 
cccctctaac cgtaccactt gtaccatttg 1740 
tgcgtacggt agcctctggt atcgccgttc 1800 
actgcagcgt gcccagaaac cggtcggcat 1860 
tgagcagttt ggcaatgtat ggggagacct 1920 
aatgcatctt ttaatttaca gatggcaaaa 1980 
gatcaatttt aaaggggaac tcccccaccc 2040 
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gaccagacga cggaaagcta acgatgtgca attgaatagt cattagtagc gtttttgctc 2100 
gcaaacgaac taaccctttg actttttaag ttcactacgg tgaggacaaa aatcaataaa 2160 
ttaaatcgag accgttgatg agcaaaagaa aaaaaaatat tttactgatt ttcatttcgt 2220 
tccatcgact acataatcat aattatatgc cacattttat tataagtttt tg 2272 



<210> 22 
<211> 931 
<212> DNA 

<213> Anopheles garabiae 
<400> 22 

aacacccatc ttatcggcaa 
tgtttctcac tctctctctc 
ggctagttat gcttaccgga 
acacttgatg gcggtggtga 
cttttcattt cctgcaatat 
atgctggtaa agtttgtcct 
gcgtacggtg aggatattgt 
gtaattgaag cttttgcttt 
ggttgcgaat ggtaccggga 
caccgcagcc agcagtccgt 
actttcagtc aggtgagttg 
cgctctttcc cttagatcct 
tacgggaata agtaagcgcg 
atcaatagat ttctaatcat 
aatattgtac cattctatac 
cacgtttcga caagccgcgt 



<210> 23 
<211> 11103 
<212> DNA 
<213> Anopheles gambiae 

<400> 23 

ccgcccgggc aggtgactta cgcggtctga cttgctggtg cgctgctttg tacggcaaac 6 0 
ggctacacaa gcgaatcgaa ttattttcct atcacgctgc gcttaccagc gcctgctggt 120 
aggcaaagaa tgtgcaaagt ttcatttggc ttggttcgtc tgctttgctg tgaacgtgtg 180 
cacggttgca tcgctaaggt ttcggtgtga gccgagaagt tgcagatcga aatctctttg 240 
tgtgtgtgtg tgtgtgtgca gtgggaagca ttgtgtttag tgagaagtga aaagaaaagt 300 
gctgaaaaat gcaagtccag ccgaccaagt acgtcggcct tcgttgccga cctgatgccg 360 
aacattcggg ttgatgcagg ccagcggtca actttctgtt ccggctacgt caccggcccg 420 
atactgatcc gcaaggtgta ctcctggtgg acgctcgccc atggtgctga tccagttctt 480 
cgccatcctc ggcaacctgg cgacgaacgc ggacgacgtg aacgagctga ccgccaacac 54 0 
gatcacgacc ctgttcttca cgcactcggt caccaagttc atctactttg cggtcaactc 600 
ggagaacttc taccggacgc tcgccatctg gaaccagacc aacacgcacc cgctgtttgc 660 
cgaatcggac gcccggtacc attcgattgc gctcgccaag atgcggaagc tgctggtgct 72 0 
ggtgatggcc accaccgtcc tgtcggttgt cggtatgtgt gtatgtgtgt ggccgtttgg 78 0 
gaaagtgtct ttgcggcaga accccaatct actgttacgc ttgactgggt ttttgttttt 84 0 
ttctcggtgg agggacggga taaaatatct gaaagaataa ttgagtcaac ccacaggggg 900 
atgcaagaca tcgcaggcag agagtttggg tttgatttat caccgcacac cgaatatctt 96 0 
cacggttcat aagcttcacc gcggtgaaaa gggaactccc catttccctg ttttcttttt 1020 
tttcttcctc tcgataaatt actcatcgct tttcgttttt ttttttttgt tgttgcttct 1080 
ttcttctttc atccctacta gcctgggtta cgataacatt tttcggcgag agcgtcaaga 1140 
ctgtgctcga taaggcaacc aacgagacgt acacggtgga tataccccgg ctgcccatca 1200 
agtcctggta tccgtggaat gcaatgagcg gaccggcgta cattttctct ttcatctacc 1260 
aggtacgttg gcggaatgtc ctgcgcgtca cagttggcag tcagtgagcg gcaacacggc 1320 



aattagtatt taccgtttga 
tctgtctctc ttattgatgc 
tgttgcgatc gcgcacgtgc 
tgacgtctgc tgcgcaccgt 
cctgtttctt tcccgacccc 
cttcatgctg tgctttctga 
ggaatcggta aggcaccagg 
taaaacacat cagagccttg 
agggtcggtg gcgttccatc 
catactgacc gcatggaaaa 
ccaattgatt gccgtttgcg 
gcaagcttcc tggtcctact 
agagagagag agagagcagt 
gaaccattga aaaatgaatc 
agcttcacca cgaccaagcg 
cacctgctgg c 



aagcggcttc ccttcctggc 60 
cgtatgcgcc gcgtgctata 120 
ttttccgcat acgccagtgc 180 
tttctgctcg tgagtcagac 240 
acagacggtt agacggatat 3 00 
tcgagctgct gatgctgtgt 360 
cggtgatgag cgagtcgcga 42 0 
gggtgattga tgccgcttac 480 
gatccgtgct gcaaattata 540 
tttggcccat ccaaatgagt 600 
ttaatatttc agtaagagtg 660 
ttaccctcct gaagaccgtc 720 
atcgttcacc ctttggatga 780 
aacattttcg ctagttgcac 840 
tttgttgcat caggaccaaa 900 
931 
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gaaaaaatgg gactaaaacc ggtcttcaca 
ccttcgggcg gtcgggactg ggcaatgcag 
tcgagcgaca aatgttgccg tgttagggct 
tcgcttatca aactctatca acggaggaaa 
gtttcaaggt caatcgagcg ggtggggatc 
tcaacaaatt ctatgttctc aatggcaaag 
cggcaaaaga aaagcgacga ttatgaagat 
ctgatgattt gcgggatggc ttttacttgt 
accagcgcag gctcgtttgc cggcttgcgg 
aaatcgaacg atttttacga ttctggatcc 
caattatacc ctgatgttca tttcattgca 
acgattaatt cttttcaaag agattctttc 
taacgaatgg accgtacttg gagggttgcg 
tcctctgcaa acttgtgctt aattaattgg 
tgtgtcgctg tccgcttcct tccttcccag 
ttttaataca gccgtttgtg cattttaatt 
ccccattaaa acaaagtgct tccgggccca 
accagtggaa gtgtcctttc ccatcgtggg 
gcatacagaa aaaaaggaca aatcctcctt 
ttccgcttcg ggatgtcata aagtttgatg 
cacctaatgg acttttcatg cttgagctaa 
agccacggtt gatttcggcg gcggcctcat 
attaatctgt accctcggag cgttagggcc 
catgccacgg gacgggataa tccgttggga 
ggttcgaccg tgctacaaca cattttatgc 
ggtccagagc aacctcgcgg atgtcatgtt 
gctgcaacac ttgaaggtag gtacggtagc 
cattatcctt atcgacgtgt agtgttaacg 
tctctcacac cctcgatctc tctttatttt 
ctctctctct ctctctctct ctctccatct 
ggagctttcg gcctcgctgg acacctaccg 
ttcagccggt tccaaatcgg agctgatcat 
gcagacggac tcaaagagag cataacacaa 
cactcggcaa gctaagcgag acagtgggga 
catcatccgt acgacatcat cgctacgtac 
aggggaatga aagtgcgaca gaatgataaa 
gaacggatgt agtgtgcgaa gcgagcaaaa 
attttccccg tccatccgtg gtggagcgta 
ccgtgcacag tactgtgcca cagttgtagg 
ttttttttgg agatttgttt gcgttcgcat 
aattgctatt tattataaag cgcttccaaa 
cgcgcctgta cgcctgaaac tatgcactgt 
aatggcccac cgtaccacgc ccgtggtgcc 
acctttgcct accatccaat ccgtgtgaaa 
tcggtgtatc gaacggtttt gtcccttttt 
cactttcatc tcatgttttg cctgacggtg 
tgcgtgtgtg tgtggttttt ttaaataacc 
gatcggagct agtttattat cagctttagt 
tgtggagagt gggggaagct taagtccaat 
cttcttcgtc gatggagatt ggtgcggttg 
ccgagggaaa ggtctttttg taggcctagc 
gctcagatgg tagagcgctc gcttagcatg 
tccaacccac acaaaacgtt ttttaagaag 
ctgtgctcct ctaagttgga agagtagatg 
acgtgtttga tagcaaacac acaaacaaca 
atgtgtgtgt attgttgtta tgctgccttt 
tcctaaaaga attgtttgga gtcctctcag 
tttccttttt attatttatt ccacgagcct 



gagccaacac attcctacag caattgcata 1380 
ctacaacatc ctcgcctaaa gttatgcaat 1440 
ttttgtgata atagtcgttt ttttgtcctc 1500 
tccattttcg ctacaatgcc tacagctcaa 1560 
aactttttta ttcattttgc taacgcccca 1620 
attactgccc gcaccaatcg cccaacgaaa 1680 
gtccaaacca ttgcccgccc gacgctttat 1740 
ctgctacttt caggcacaaa aggaaatgaa 1800 
aggttcttca ggcactgagg ctgagtactt 1860 
agttttatga tgtggcctgc attacagtgg 1920 
ttttgtaagt ttgtgctggt aacgcccgta 1980 
aaagagattc aaaatgtgta taacaaatgc 2 040 
gaaagtaacg ttttaaaata ttcatcacaa 2100 
tgcacaataa gtttaaactg tggcggcaga 2160 
caagctcgtg cgaaataatt tattccatca 2220 
agcaaagcaa tataaaaagc agctaaccat 2280 
attgttatgg cggtggaaag taatggtttt 2340 
tacttcgcga tattcttgtc ttatacaagt 2400 
gctatggtct aaggccagct tcggtaccgc 2460 
ggtgttttta acattacttc cgctcttaac 2520 
agttaaacca gccaccagcg gtacgcaccg 2580 
ccccagtttt gcgccaccaa tattgccttc 2640 
cgcggacgag tcctcgttgt aatgcaccgc 2 700 
cggcgcgaaa gcgactatcg cggacggatt 2 760 
ttcacagatt tacttcctgc tgttttcgat 2820 
ctgctcctgg ttgctgctag cctgcgagca 2880 
aaacgtggtt gtctttacat ccgcgtgcag 2 94 0 
gtaaaagagg aagcgataaa aaagcaacat 3 00 0 
ctctctctct ctctctctct ctctctctct 3060 
cctcgggcag ggtattatgc gatcgttgat 312 0 
gcccaactct tcgcaactgt tccgagcaat 3180 
caacgaaggt atgtgaaacg tgtgctcgtg 324 0 
tcccctggta gttcatttca atgaccttaa 3300 
cagtgagaaa gagagaacaa gaaaaaaaac 3360 
cggtatttca ggatgaggaa ataaaacgct 342 0 
acaatcccca cccaggcccc cagcctggac 3480 
aaagtcaaat aaattgaagt ttaaaaatag 3540 
aagcccggcg gacaacttcg agcacggcga 3600 
gacggataag ctccgttcct tttttatcct 3660 
cgttagacga gcttagtgcc gtgttgctct 372 0 
tagaagatcg gttctctcca tttaatctat 3780 
gctgtgaaac cgtcaagctc gagcacgacg 3840 
caaagcgcaa cgcgaattgc atgttaacaa 3900 
ttgcccgctc tctttctctc ttttgcgctt 3960 
tttactttgc tcttgatctc ttgctgtgct 4020 
gtgggttttc gaaaaaagag cgatttcttc 4080 
gctccaggtc gtgttgaacg ctgcaggacc 414 0 
gtttatccca cccatgcccc acatcacgtc 4200 
gtaatttacc gtgtttctgt cgttcgtcac 4260 
gcacgataaa agcccactgc acgttacgga 4320 
aacggtcctc attcaccgca tgggggtgta 4380 
tgagaggtac cgggatcgat acccggcatc 444 0 
atttttaggg aagatattaa cgcgggtaca 4500 
agatgatgac aagggagaag gaacatgtgt 4560 
atatcatctc tgataataat ctgatgtgtg 4620 
gccatcttgt ccctctctct cctgttcaac 4680 
ttcctcgtaa agatcctttc gagattcttc 4740 
ctgacataag tagccttccg cttatttcct 4800 
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tctccttgca cttgtcagtt ccgtgtagag 
gacgcctgat tgttacattg tcatctacat 
tttaacgcta ccacagaaaa ggatccggac 
agctcgaagg cggactgggg cgcccagttc 
gagaatggca ggaacggaaa tccgaacggg 
agcgccatca agtactgggt cgagcggcac 
ctaaggtgtg gtgtaaagcc tccaggttcc 
gtttgttttg ctggacttac attctttgga 
gcaatatcgt tttgcgaaga aattatgtgt 
atctgtacca attgtgtcag ccccgaccga 
caagctgttt gtaagcatcg atacgcccga 
tattgacgtg actttttgca cgttcacact 
gtcgctcagc cagcatcgcc cggagtgaag 
ttttccacta aacatgctta aatcgtttca 
tccaccaatt tgaagtccgt cgtcctttgt 
gagacatggg ggagtgagta accgaacaac 
caccaagata agcatccctt tttccctagc 
agcgaggcaa agaaaaaggc gaactggctg 
gattacgtcg agcagcacga gttgtgattt 
ggtttccatt accgcctgcg gagtgcacac 
ccagcagcaa cggcagcacc agaagcagca 
gatgagttgt ctgggttttc gggtcggtgg 
atacagctgt aaatttcgtt agacatagac 
acacacagct atagatttgt cgcttggcgt 
cgagccgtgt tgctgctggt tgcgatacgg 
ttttggtgaa gatccttatc ggtgacccac 
ggcgcctgtc agttggaaag ctaggctcga 
taagatagcg ataagctttt gatcgaaata 
tccaaactgt tgccaacctc attattacgt 
ctttaaggcg tgattttcaa atgtagcgtt 
tttaaacaat gctgcttcct taacattcaa 
atttgttttt aacagcaaat agttagctca 
agaactcttt taaacacaca atttgtaatg 
ctcctctgca tcacagcaac aaccaaacct 
tttgaacgtt atttccgatt cctgtgcttg 
tcagatttcg ctcttatttt attgacccac 
gcgccaagct cagcatccag ccatgcatgt 
cgctttcgct ctgcaccgga ggtggtttta 
cctgggtccg tccgccgggc ccgaaaccgt 
gagccagaaa atgagcacgc caaatgcaaa 
accactcatc tccccaactg gtgggtgaaa 
aaaaacgcct cgctcgcaca aaaacatgct 
ctcaaaccaa cgccgccagc aagcatcaac 
caaaccgggt gcactgtact cagtagcgaa 
gatgcccgtt tcggagcggg aagccatcgc 
ggatttgaat tttctgaata tcacaggcgg 
cacacgagca ttgctttccg taccgcggtg 
caacgccaca acgcctggga gcgatattta 
catgccgtga tttgcctgtt ggaaaagctt 
tttcccagcg atgggtggca tttgtgtggc 
cctctccatt cgcctccatt agtacacgcg 
gattttccgc gacagactta ataaagggaa 
atgagcttta tgccgttact ttgcaattaa 
aagcggatta caaagaatgt atcagaatat 
gctcaaatag aatagttttg taacacggat 
cgcctaacag tatgcaatct gtttagcttt 
atttatttac accgcgtaat ttatctcaca 
tattcacaca aatcagatcc cggaaccagt 



cgtcattttg aggtttacac atttcccacc 4860 
tgctttccgt ttaccgttcc gccctttttt 4920 
gttaaggact ttgatctgag cggcatctac 4 980 
cgtgcgccgt cgacgctgca aacgttcgac 5040 
cttacccgga agcaggaaat gatggtgcgc 5100 
aagcacgttg tacggtaggt atggtaattt 5160 
atgaaaaagg gatactttac cacagtaaga 5220 
gcattgtttg gtgttgtgct gaaaccggtt 5280 
aaagcgtatt acaatctcat tcctctgtta 5340 
aagcaggcct aattcgtacc agaaaaacca 5400 
agctttcaat ccagccaagg cgccacctac 5460 
ctccctctcc cattctttct ataaccaatc 5520 
tttttatttg aacgatatca cccgtatcga 5580 
caaagctccc ccaaaatccc atttcaccaa 5640 
gtccttgtgt ttgtgtgttt gtgtgagctg 5700 
ctcttgccgc tgcttcacga tatcgaacag 5760 
cgatgtctcc gatatctcga ttccgcttcc 5820 
acctcacccg gggcgaggaa aaagcgtagg 5880 
cttcttcttc tggttccata aatcgctgac 5940 
acgtgaaggg aaagcgaaaa cgtttagatt 6000 
gcagcgcggc aaattgaatc atcctgacgc 6060 
cttacagcac cacaccatct gctgcagcta 6120 
ttgattttac aatattacac acacacttac 6180 
atggctctgt acggcgtgcc gtacatgccg 624 0 
atcacgtccg attcgattca gcctgcgtgt 6300 
tttcagtgtg tcgagagcga gggtcactat 6360 
ttcaaagggc cattgtgcca gtgttctttt 6420 
gtaaatcaaa cattgtttct tttttcctat 6480 
ttttgcagcg ggtgtatagt aaattgcata 6540 
ccgtatgcag aaacgccatg gattatgcaa 6600 
ataacggctt attaaggaac tttttgtgca 6660 
gaacgatcac atttagtatc gcttcaacaa 6720 
ccattccctc gagaaagttt cttgtcagtc 6780 
gctcatgttt cctgctcgtt tcctagctgt 6840 
cccgcttttc ttacaatcaa ccacaatggt 6900 
tgctttcgtg ctgaagcccg tggaaacaat 6960 
aaaatgagcc acgcgacaga ttttagacat 7020 
ttcttgtttc cgattcccac gtccattcgt 7080 
aagccgtgcg gggaattacg caatcgaaac 714 0 
gaaaatcccc ttttgagtgg tgctcctgcc 7200 
aaccttgtgc gccccttctc tttccagaaa 7260 
cgcccggtga agctgcgtat gtcgcagaag 73 2 0 
aatttctatt caaacaccca acgcagcgcc 73 80 
gatgctcaga ttgtcccgtg cgctgctttc 7440 
ttgccaacgt tggcgatgtc ttttagccgt 7500 
gcgcggtttg cctgcaaggt tgttgcttcc 7560 
gggcgagttt tcaacgcaac cttctacaag 7620 
acagaaacaa gaacatcccg aacttcagca 7680 
ttgtgagcgt gtgagttgaa cgagctctat 7740 
atgctatcgt cagcttttct tgaatcttta 7800 
tatggaaaat gggtgcaacg gatcagaacg 7860 
agcaacgcgt tttttgcatg tgtagtgttt 792 0 
aaatagcaaa aaataacagt ttttttttgt 7980 
tacgtgaaac attcatttca tgctgttaac 8040 
tgcatacctt gccggtatcg gttacatttt 8100 
gttgtttaat gactgcgttg gtagtacaat 8160 
aattgcaaaa aaatgtcaat ctgtatcgat 8220 
gtagcccaat gtgctcttat tgaattacca 8280 
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cgaacaaatc aacctgatgc ccgggtccgt 
tgtttcgtgc actaccgtgc tgccattttg 
caactcttgt gagcatcgca atgcccgtct 
atttgacgca tttacccgcg aacaattgcg 
cgacaacaag cacacacaca aacacaaatg 
gcgtgtggcg ctatgtggca tgccgattcc 
tatccggtag cattcaattt ccttttctat 
gtggtgaagc tttcaaaggc attgtgaaac 
aagcaaacac ggtgccgcca tcgctgctac 
atttgtgtta ttcacctgcg tatctatgcg 
aaggaaaaag cgactccatt tgggattggt 
aaaaccgtcc tccatttcaa atgcctacac 
ttgccacgtt gcagtctcgt ttcagcaatc 
cacatgctga cctccaccat caagctgacg 
ggtgtcaacg tgtacggatt gaccgtaatc 
ttcctgtttt gcatctttgg caatcggctc 
ccgtgggaaa gcattctccc tgccccatat 
tcacaaagcc agcacacttt tgcttcgccg 
H : tctcccatac ttctcccgtg cagagctcat 

O ggtacgacgg gtccgaggag gcaaaaacct 

aggcgatgac tatttccgga gccaagtttt 
taagtgtagc ctggtggctg gcacagaaca 
ctgatgggtg gtatatgtgt gtctattttt 
ggttcttgga gccgttgtca cctacttcat 
ggcccggaag gatgtgtttt ttttcgctcg 
tggacatttt ctctactgca aaggtttaac 
cttttacaga tctttgcaaa atgattagat 
tcctgtagca accggggctg aagaacgttg 
O aattgaacca ccagaagagt gatatttatg 

|=3, gtgatttgcg ctcatcaagc actgtatgtg 

fy aaatgtttct tagcgcaccg tacattgtcg 

acaaaagatg ataaaaataa ataataacaa 
aaatcgtttt agtatgatca tacctccaat 
2°j tcaaattaaa ccgatgtttt actttctgtg 

ataattaaat tgattgctaa ctttatgcgt 
atcgcttcaa aagtattact accacattat 
ttcatctttc catggccaga actactgcag 
gttggttgga cgaagttggt aacaaacggc 
agatggaaat gaatgtacca ctagaaccga 
caaaaccatt atctaaagta cgcacaactt 
tcattccact ttcttgctac actttccgac 
acatataaaa ccttcatcac tcaagctgta 
ctgtgaaaga aagaagaaaa aaaaaacact 
aaattaaccg gaagaaattc gcaaaacccc 
ataccggaac aaacggtgtg cgcgaaagaa 
tgcttttggt tctgtgtttt tcttccactg 
ctactttccc ggggccgcaa ttttctgcag 
aat 



tggcaaacag cttgcgccga agccgctcag 8 34 0 
ctgccctcat cgaacagata aacagaaggg 8400 
gaagttccgt cgaaaatggg cctaaattca 8460 
cgaaggctgt caagtgtgtt ccacgaactg 852 0 
ttatcgtttc ggcatgtttc tcggtacaaa 8580 
cagacagagt gatcgatagt aaatgtagcc 8640 
cctcgcaaac aaagcccatt ctggggaggc 870 0 
aaatgtcctg gttcggaggg atgctgggga 8760 
cgtcaatcga tcatgcatga tgtgattaat 8820 
tccgtcgtgt cgttcggatt tccggaagtc 8880 
ttttgcagcg aaaaatcaaa acattcgcac 8940 
ttgtcactgt atatctctct ttctctcgtt 9000 
ggagatacgt acggtcctgc cctgctgcta 9060 
ctgctcgcct accaggcaac gaaaatcgac 912 0 
ggatatttgt gctacgcgtt ggctcaggtt 9180 
atcgaggagg tacgtgcgct cggcgtgttg 9240 
cgcttcattc tcccagatca cacatttgca 9300 
ctgccatctc ggcttctgaa tgttttcact 9360 
ccgtgatgaa ggcggcctat tcctgccact 942 0 
tcgtccagat cgtttgtcag cagtgccaga 9480 
tcaccgtttc gctcgatctg tttgcttcgg 9540 
ggctggcaaa acagggactt tggctctagc 9600 
tgctaccatt ctcgcatccc ttcctttcca 9660 
ggtgctggtg cagctgaagt aaacagccgt 9 72 0 
ttcggttgtt tgtttgtgca cactttctct 9780 
aaacagcaac aacaaataat cccaagtttt 9840 
tttaatagat taacagtgct tgattatctg 9900 
atttggtaaa agtacaaaag ggacgttgga 9960 
caaagctcac caagggaaat ctatgtatgt 10020 
cctttcaact agtgcagcaa taaagagtac 10080 
tttcggcgtt ttaaccgttg ttgataatac 10140 
aatgttaata tgagtaagta ctaaatagag 102 00 
catttgtttg aaattaactt taattttaac 10260 
agaattattg tggaagaact taatggaagt 10320 
ttttcaattt acgaacgcta gtcttcaaac 10380 
tcatttactt atagttatat ttattgcctc 10440 
aaaagcttct tttttgctcg ctttccgatg 10500 
aagcaattag cataaactat tttcgcatcg 10560 
gtgaaatgaa ttacttttca acttgcacgc 10620 
aaaaacaaac cccaaattgt cgtccaccct 10680 
cgagttctgt agcgccagca gcaaaaaaat 10740 
tcgagccagc gtgggttgtg tttgactgtg 10800 
tccacgggaa gctagcaatt ggaaatgcat 10860 
gcaccgacgt accgcaccgc atccgtaccg 10920 
tccgctagca gccccactgg cacgggtatt 10980 
gtttgggtgc ctgggcgaag gctagctcgg 11040 
cccaaggcgg cgtgctcgtg gggccaaaag 11100 
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